On the Cover: Self-incompatibility (SI) is an important genetically controlled mechanism to prevent inbreeding in higher plants. SI involves highly specific interactions during pollination, resulting in the rejection of incompatible (self) pollen. The article by describes the pivotal role of SI-induced acidification in mediating programmed cell death (PCD) in the SI response. After an incompatible interaction between the female stigmatic S-determinant, field poppy (Papaver rhoeas) stigma S, and the pollen S-determinant, field poppy pollen S, a signaling cascade is initiated which results in rapid, dramatic acidification of the pollen tube cytosol (green/blue, pH 5.5). Significant acidification occurs within 10 min of SI induction and continues for approximately 60 min. This acidification is essential for the formation of punctate actin foci and PCD in incompatible pollen. The cover shows pseudocolored confocal microscopy images of field poppy pollen tubes labeled with the pH-dependent ratiometric dye, 2,7-bis-(2-carboxyethyl)-5-(and-6)-carboxyfluorescein acetoxymethyl ester. Healthy unchallenged pollen tubes (top two images) have a neutral cytosolic pH (red/orange/yellow; pH 7.15); after SI challenge, the pollen tube cytosol becomes increasingly more acidic as time progresses (yellow/green/pale blue; middle images), reaching pH 5.5 after 60 min (pale blue/dark blue; bottom image). Cover image credits: Katie A. Wilkins (School of Biosciences, University of Birmingham, UK). 
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